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Plug-ins

es it is becoming increasingly necessary to use all available genome mapping data, including optical, physical
yroject. The CMap Assembly Editor (CMAE), a desktop application, is being developed to assist in visualizing
Using the CMap comparative mapping database, CMAE allows sequence assemblies to be superimposed on
olies in the context of a cascade of mapping data at a variety of resolutions.—1 For example, the editor can show
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] modifying the large scale sequence assemblies being produced by the maize sequencing project. CMAE will of agremote d

1S genetic or physical maps. The finisher will also be able to drill down to the sequence contig level to see inter-
ke appropriate modifications. Then when finished, the modifications can be exported to an external program to
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Figure 3: If a map has been determined to have been placed on the wrong parent
such as a contig placed in the wrong assembly, that map can be moved to a new The CMap API
N s | oo | ' parent. The result of this move can be viewed.” Figure 3a shows a contig that could other data stor
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The Genome Sequencing Center at Washington University will use the CMap editor

and custom software to view and edit large, whole-genome assemblies. A round-trip
i pipeline between the Center‘s LIMS database and the CMap database is being
igs. All implemented that will allow changes in one database to be automatically reflected in
theti- the other. In addition, custom software modules will be used to launch various view-
ers and analytical programs directly from the CMap interface.



